
        

                Saket Navlakha
Post-doctoral Researcher

Machine Learning Department
Carnegie Mellon University
www.cs.cmu.edu/~saketn/

Tuesday, February 11, 2014
11:00 a.m. - 12:00 p.m.

Bahen Centre for Information Technology
40, St. George Street, Room 1180

“Analyzing and learning from 
biological networks’’

Donnelly Centre
for Cellular + Biomolecular Research

 

Host: Gary Bader

Abstract:
Over the last decade, new technological advances have enabled us to deeply 
probe the inner workings of biological processes, and making sense of this data 
has raised several computational challenges. This data has also revealed how 
interacting molecules and cells make decisions, coordinate responses, and 
adapt to changing conditions under similar constraints as those faced by large 
distributed systems.

In this talk, I will �rst describe several methods for predicting condition-speci�c 
interactions missing in signaling pathways, for reconstructing ancestral biological 
networks, and for summarizing large, noisy graphs. In the second part, I will 
describe a joint computational-experimental approach to explore how neural 
networks in the brain form during development. I will discuss how the brain uses 
a very uncommon and surprising strategy to build networks and how this idea 
can be used to enhance the design and function of wireless communication 
networks.


